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Posters

MS QUANTITATION

P1000 - A SYSTEMATIC APPROACH TO ASSESS AMINO ACID CONVERSIONS IN SILAC EXPERIMENTS
Alberto Paradela

P1001 - ABSOLUTE QUANTIFICATION OF ALPHA-SYNUCLEIN PROTEIN IN A RAT MODEL OF PARKINSON’S
DISEASE USING MRM
Adrien W Schmid

P1002 - INVERSE REGULATION IN THE METABOLIC GENES PCKA AND METE REVEALED BY PROTEOMIC
ANALYSIS OF THE SALMONELLA RCSCDB REGULON
Alberto Paradela

P1004 - THREE BOTTLENECKS IN HPP IMPLEMENTATION
Alexander | Archakov

P1005 - IDENTIFICATION AND ABSOLUTE QUANTIFICATION OF A POTENTIAL THERMAL DEGRADATION
MARKER OF PLASMA TRANSFUSION
Alexia Ortiz

P1006 - LOADQUANT: A PLATFORM FOR HANDLING QUANTITATIVE PROTEOMIC DATA OUTPUT FROM
MATRIX SCIENCE’S MASCOT DISTILLER™
Allan Stensballe

P1007 - SI TRACEABLE QUANTIFICATION OF MYOGLOBIN FOR THE CHARACTERISATION OF A MYOGLOBIN
CANDIDATE REFERENCE MATERIAL
Amalia Munoz

P1008 - IDENTIFYING QUALITATIVE AND QUANTITATIVE DIFFERENCES IN RECOMBINANTS AND ANTIBODY
ENRICHMENTS FOR IGF1 AS PROVIDED BY DIFFERENT VENDORS AND DIFFERENT PREPARATIONS
USING HIGH RESOLUTION MASS SPECTROMETRY
Amol Prakash

P1009 - QUANTITATIVE ANALYSIS OF SKIN SUCTION BLISTER FLUID
Andre Mueller

P1010 - QUANTITATIVE ANALYSIS OF ENERGY METABOLIC PATHWAYS IN BREAST CANCER CELLS UNDER
DIFFERENT GROWTH CONDITIONS BY SELECTED REACTION MONITORING
Andrei P Drabovich

P1011 - EVALUATION OF A LABEL-FREE QUANTITATIVE PROTEOMIC METHOD TOGETHER WITH SAMPLE
FRACTIONATION FOR THE LARGE-SCALE ANALYSIS OF INFLAMMATORY ENDOTHELIAL CELLS
Anne Gonzalez De Peredo

P1012 - COMBINATION OF IRREVERSIBLE BINDING AND MRM FOR LOW- AND ULTRA-LOW COPIED
PROTEINS DETECTION AND QUANTITATION
Artur Kopylov
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P1013 - MS/MS-BASED QUANTITATIVE PROTEOMICS BY ISOBARIC PEPTIDE TERMINI LABELING
Bernd Thiede

P1014 - CHARACTERIZATION OF CELLULAR PROTEASOME COMPLEXES DIVERSITY BY PROTEOMIC
APPROACHES
Bertrand Fabre

P1015 - PEPTIDE QUANTIFICATION BASED ON A NOVEL QUADRUPOLE-ORBITRAP MASS SPECTROMETER
Bruno Domon

P1016 - OBVIATING TRANSITION OPTIMIZATION IN SRM ASSAYS TO DETECT AND QUANTIFY ANY PROTEIN
OF THE HUMAN PROTEOME
Caroline S. Chu

P1017 - INFLUENCE OF DIETARY COMPONENTS ON THE LEVELS OF REDUCTASES IN HUMAN COLORECTAL
CANCER CELLS
Cédric Bovet

P1018 - PROTEOME PROFILING AND QUANTIFICATION OF MOUSE LIPID DROPLET BY USING 13C
LABELLED QUANTITATIVE PEPTIDE CONCATAMER
Chen Ding

P1019 - QUANTITATION OF TYPE 1 DIABETES MHC PEPTIDE EPITOPES
Chor Teck Tan

P1020 - ACCELERATING DIGESTION OF PROTEOMES USING TRYPSIN-IMMOBILIZED MAGNETIC
NANOPARTICLES
Christie Hunter

P1021 - HIGH SENSITIVITY PHOSPHOPEPTIDE QUANTITATION USING NANOFLOW LC ON A TRIPLE
QUADRUPOLE MASS SPECTROMETER
Christine Miller

P1022 - MUDPIT-SRM - A HIGHLY MULTIPLEXED STRATEGY FOR LOW ABUNDANT PROTEIN BIOMARKER
IDENTIFICATION
Christoph Krisp

P1023 - MRMAID2: MINING PRIDE FOR EVIDENCE-BASED SRM TRANSITIONS
Conrad Bessant

P1024 - MULTIPLEXED ABSOLUTE QUANTIFICATION OF PROTEINS DURING EARLY EMBRYOGENESIS BY
SELECTED REACTION MONITORING
Daniela Deutsch

P1025 - G-PROTEIN COUPLED RECEPTOR QUANTIFICATION USING PEPTIDE-GROUP SPECIFIC
ENRICHMENT COMBINED WITH INTERNAL PEPTIDE STANDARD ITRAQ REPORTER CALIBRATION
David Eisen
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P1026 - MZDB: AN OPTIMIZED FILE FORMAT FOR THE EFFICIENT ANALYSIS OF LC-MS DATASETS
David Bouyssié

P1027 - QUANTITATIVE ANALYSIS OF LARGE PEPTIDES USING PSEUDO-SELECTED REACTION MONITORING
WITH ELECTRON TRANSFER DISSOCIATION
Didia Coelho Graca

P1028 - COMPLETING THE RHODOPSIN MACHINE - CO-IMMUNOPRECIPITATION AND ICPL-TECHNOLOGY
AS PROMISING TOOLS
Eva-Maria Keidel

P1029 - EASYPROT: A PLATFORM FOR MS1/MS2 PROTEIN IDENTIFICATION AND LABEL-FREE
QUANTIFICATION
Florent Gluck

P1030 - GENERAL ANALYSIS OF PROTEIN RELATIVE EXPRESSION DATA FROM ISOBARIC TAGGING
EXPRIMENTS
Florian P Breitwieser

P1031 - MULTI-SITE ASSESSMENT OF PROTEORED PLASMA REFERENCE SAMPLE FOR BENCHMARKING
LC-MS PLATFORM PERFORMANCE
Francesc Canals

P1032 - BIOMARKER VALIDATION FOR COLORECTAL CANCER SCREENING USING SRM AND MRM3 AND
CORRELATION WITH ELISA TEST
Genevieve Choquet

P1033 - DETECTING AND AVOIDING REDUNDANCY IN SELECTED REACTION MONITORING (SRM) - A
COMPUTATIONAL APPROACH TO DESIGN SELECTIVE SRM ASSAYS
Hannes Luc Rost

P1034 - NEXT GENERATION QUANTITATIVE PROTEOMICS: OVERCOMING THE NEED FOR NON-
OVERLAPPING ISOTOPE PATTERNS AND ALLOWING FOR NOVEL MULTIPLEXED LABELING
STRATEGIES
Hanno Steen

P1035 - AROBUST QUANTITATION PLATFORM FOR HIGH THROUGHPUT LABEL-FREE SHOTGUN
PROTEOMICS TECHNIQUES BY LC-MS/MS ANALYSIS
Hee-Jung Jung

P1036 - TARGETED LABEL-FREE QUANTIFICATION IN A 3D ION TRAP INSTRUMENT
Huisong Pak

P1037 - MULTIPLE REACTION MONITORING OF PHOSPHOPEPTIDE LABELED WITH 6-PLEX TANDEM MASS
TAGS(TMT) FOR QUANTITATIVE PHOSPHOPROTEOMICS
Hye Kyeong Min
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P1038 - PROTEOMIC ANALYSIS OF THE CAENORHABDITIS ELEGANS SIR-2.1 PROTEIN DEACETYLASE
DEFICIENT STRAIN
Hyoung Joo Lee

P1039 - INVESTIGATING THE RELATIONSHIP BETWEEN SAMPLE COMPLEXITY AND ACCURATE
ASSESSMENT OF QUANTITATIVE CHANGE - HOW UNIQUELY CAN AN ION BE MEASURED?
James Langridge

P1040 - HIGH RESOLUTION PEPTIDE ISOELECTRIC FOCUSING PREFRACTIONATION (HRIEF-LC-MS/MS)
ENABLES COMPREHENSIVE HUMAN PROTEOMICS
Janne Lehtio

P1043 - DIFFERENTIAL ANALYSIS OF MEMBRANE PROTEOMES FROM CLOSTRIDIUM ACETOBUTYLICUM AT
ACIDOGENESIS AND SOLVENTOGENESIS USING ITRAQ
Jingjing Zhao

P1044 - ESTABLISHMENT OF QUALIFICATION PROCESS FOR 158 BIOMARKER CANDIDATES IN CYST FLUID
USING HIGH THROUGHPUT MS-BASED PROTEOMIC APPROACH
Jisook Park

P1045 - ANALYSIS OF DISEASE CAUSING MUTATIONS BY MASS SPECTROMETRY
Johan Palmfeldt

P1046 - ACCURATE QUANTIFICATION OF PREDICTED MICRORNA TARGETS IN MOUSE HEART USING HIGH-
RESOLUTION TARGETED PROTEOMICS
Johannes A Hewel

P1047 - THE USE OF A PEPTIDE RETENTION-TIME CALIBRATION MIXTURE AS A TOOL IN SCHEDULED
SELECTED REACTION MONITORING METHOD CONSTRUCTION
John C. Rogers

P1048 - UNDERSTANDING THE ROLE OF TRK RECEPTORS IN NEUROBLASTOMA USING QUANTITATIVE
PHOSPHOPROTEOMICS APPROACHES
John C. Rogers

P1049 - LABEL-FREE QUANTITATION OF A UNIQUE PROSTATE CANCER PROGRESSION MODEL USING
LC-FTICR-MS
John Lapek

P1050 - QUANTIFYING THE EFFECTS OF IONIZING RADIATION AND RADIOPROTECTORS ON IMMUNE CELLS
USING OFFGELC-MSE
Jonathan Erde

P1051 - ABSOLUTE QUANTIFICATION OF A LARGE SET OF TRANSCRIPTION FACTORS INVOLVED IN THE
ADIPOGENIC GENE REGULATORY NETWORK VIA A MASS SPECTROMETRY-BASED APPROACH
Jovan Simicevic
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P1052 - IMPACT OF HIGH RESOLUTION MRM ANALYSIS ON COMPLEX PROTEOMES
Kathleen Lewis Torpey

P1053 - ANALYSIS/QUANTIFICATION OF DIFFERENT FORMS OF C-REACTIVE PROTEIN (CRP) IN
REFERENCE MATERIALS
Katja Hanisch

P1054 - SELECTIVE QUANTIFICATION OF NEWLY SYNTHESIZED PROTEINS IN LPS-STIMULATED
MACROPHAGES
Katrin Schuschke

P1055 - PRECISE MEASUREMENTS OF PROTEIN ABUNDANCE IN SACCHAROMYCES CERREVISIAE;
COMPARING LC-MRM TO LABEL-FREE LC-MS
Kevin T Collins

P1056 - IN VIVO QUANTIFICATION OF LIVER SIGNALING AT THE SYSTEMS LEVEL
Kirti Sharma

P1057 - SIMULTANEOUS MEASUREMENT OF PLASMA APOLIPOPROTEINS BY MRM AND MTRAQ®
LABELING FOR CANCER DIAGNOSTICS
Kwang Youl Kim

P1058 - SIMULTANEOUS MEASUREMENT OF PLASMA APOLIPOPROTEINS BY MRM AND MTRAQ LABELING
FOR CANCER DIAGNOSTICS
Kwang Youl Kim

P1059 - SERUM ANALYSIS BASED ON MULTIPLE REACTION MONITORING USING LC/MS/MS FOR THE
DETECTION OF PANCREATIC CANCER
Kyoung-Jin Park

P1060 - TOWARDS QUANTIFYING PROTEIN-PROTEIN INTERACTIONS USING SYNCHROTRON-BASED
OXIDATIVE FOOTPRINTING AND SELECTED REACTION MONITORING
Lars Malmstrom

P1061 - AUTOMATIC AND ADAPTIVE PROCESSING ALGORITHM OF SRM TRACES FOR PROTEIN
QUANTITATION
Laurent Gerfault

P1062 - DIFFERENTIAL ANALYSIS OF GLIOBLASTOMA MULTIFORME TISSUES IMPLICATES AN INTRIGUING
SIGNALING PATHWAY
Leroi V. Desouza

P1063 - SWATH-MS: DATA INDEPENDENT CAPTURE OF MS/MS SEQUENCES FOR QUANTIFICATION OF
PEPTIDE KINETICS IN A CELL SIGNALLING CASCADE
Lorne Taylor
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P1064 - MULTIPLEXING SIMS ON A NOVEL BENCH TOP ORBITRAP WITH A QUADRUPOLE MASS FILTER TO
INCREASE SENSITIVITY FOR PEPTIDE QUANTITATION
Louis Maljers

P1065 - SWATH MS: A METHOD FOR COMPLETE SAMPLE CONTENT ANALYSIS COMBINING A DATA
INDEPENDENT ACQUISITION METHODOLOGY AND A TARGETED DATA ANALYSIS STRATEGY
Ludovic CJ Gillet

P1066 - ISOBARIQ: SOFTWARE FOR ISOBARIC QUANTITATIVE PROTEOMICS USING IPTL, ITRAQ AND TMT
Magnus @verlie Arntzen

P1067 - AROBUST LABEL-FREE ANALYSIS WORKFLOW FOR HIGH-RESOLUTION MASS SPECTROMETRY
Marianne Sandin

P1068 - ANALYSIS OF IONIZING RADIATION-INDUCED MODULATION OF THE CELLULAR PROTEOME: USING
QUANTITATIVE PROTEIN PROFILING BY SILAC AND SRM
Mariette Matondo

P1069 - PREST-SILAC COMBINATION ENABLES ABSOLUTE QUANTIFICATION AND MULTIPLEXED
DETERMINATION OF PROTEIN COPY NUMBERS IN CELL LINES
Marlis Zeiler

P1070 - DEVELOPMENT OF AN MRM ASSAY PANEL FOR CARDIOVASCULAR DISEASES
Melinda Rezeli

P1071 - OPTIMIZATION OF EXPERIMENTAL PARAMETERS FOR UNBIASED LABEL-FREE QUANTITATIVE
MASS SPECTROMETRY OF PROTEINS
Michael Groessl

P1072 - SPECIFICITY AND COMMONALITY OF THE PHOSPHOINOSITIDE-BINDING PROTEOME ANALYZED BY
QUANTITATIVE MASS SPECTROMETRY
Michael L. Nielsen

P1073 - ACCURATE QUANTIFICATION OF PROTEINS IN COMPLEX MATRICES FOR THE PRODUCTION OF
MATRIX CERTIFIED REFERENCE MATERIALS
Milena Quaglia

P1074 - QUANTITATIVE PROTEOMICS OF YEAST CELLS IN SINGLE LC MS/MS RUNS USING A BENCH-TOP
QUADRUPOLE ORBITRAP
Nagarjuna Nagaraj

P1075 - SYSTEMATIC QUANTIFICATION OF URINARY PROTEINS USING SELECTED REACTION MONITORING
Nathalie Selevsek

P1076 - BIOINFORMATICS SUPPORT AT THE EARLY STAGES OF SRM ASSAY DEVELOPMENT
Nikolaos Berntenis
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P1077 - EVALUATION OF PEPTIDE ALKYLATION SIDE-REACTIONS IN COMMON PROTEIN DIGESTION
PROTOCOLS
Ndria Colomé

P1078 - VALIDATION OF A MASS SPECTROMETRIC METHOD FOR SERUM HEPCIDIN
Outi Itkonen

P1079 - FN1, TIMP1, AND SERPINA1 REGULATE THE MIGRATION, INVASION, AND PERICELLULAR
FIBRONECTIN ASSEMBLY OF CANCER CELLS IN METASTASIS: A NOVEL BIOLOGICAL
SIGNIFICANCE REVEALED BY QUANTITATIVE PROTEOMICS ANALYSIS OF NSCLC CELL
SECRETOMES
Pao-Chi Liao

P1080 - HIGH-THROUGHPUT SRM-LIKE ANALYSIS OF DATA GENERATED UPON SWATH MS DATA
INDEPENDENT ACQUISITION
Pedro Navarro

P1081 - ISOTOPE CODED PROTEIN LABELS FOR QUANTITATIVE ANALYSIS OF SPINAL CD4+ T
LYMPHOCYTES DURING EXPERIMENTAL AUTOIMMUNE ENCEPHALOMYELITIS
Peter Hoffmann

P1082 - MSCOMPARE - DATA PROCESSING FRAMEWORK FOR THE ANALYSIS OF LABEL-FREE
QUANTITATIVE LC-MS DATA
Peter Horvatovich

P1083 - CHALLENGING THE ‘TWO-PEPTIDE’ RULE: AN ALTERNATIVE APPROACH TO PROTEIN INFERENCE
Philip David Charles

P1084 - QUANTITATIVE PROTEOMICS OF WILD TYPE AND DEPLETED GENOME ESCHERICHIA COLI
Rebecca Cummings

P1085 - TARGETED PROTEIN QUANTITATION USING HIGH RESOLUTION, ACCURATE MASS SELECTED ION
MONITORING WITH SCHEDULED MS/MS ON A HYBRID ION TRAP-FTMS MASS SPECTROMETER
Reiko Kiyonami

P1086 - DATA ACQUISITION BY MAXQUANT REAL-TIME
Richard Alexander Scheltema

P1087 - QUANTITATIVE PROTEOME ANALYSIS OF THE HEAT SHOCK RESPONSE
Roman Koerner

P1088 - QUANTITATIVE OF PHOSPHORYLATION PROTEIN AND PEPTIDE USING DIFFERENT SEPARATION
AND ENRICHMENT METHODS
Rong Li

P1089 - QUANTITATIVE PROTEOMICS IN THE CONTEXT OF WNT SIGNALING
Sandra Goetze
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P1090 - MULTI-LABORATORY EXAMINATION OF DESIGNED QUANTITATION STANDARD SAMPLES TO
ESTABLISH BENCHMARK METRICS FOR ISOBARIC QUANTITATION
Sean L Seymour

P1091 - QUANTITATIVE PROTEOMICS TOWARDS THE PROTEIN FAMILY MEMBERS IN CANCER CELL LINES
USING MULTIPLE REACTION MONITORING
Shenyan Zhang

P1092 - ANALYSIS OF TARGET GLYCOPROTEIN BY ISOTOPIC LABELING
Shu Zhang

P1093 - HIGH ACCURACY NANO-LC/MS-BASED LABEL-FREE QUANTIFICATION TECHNIQUES FOR GLOBAL
COMPARATIVE ANALYSES OF HYPOXIA-INDUCED HISTONE H3 MODIFICATIONS
Shu-Hui Chen

P1094 - POST TRANSCRIPTIONAL REGULATORY EFFECTS OF THE YEAST NUCLEAR EXOSOME
INVESTIGATED BY COMBINED PROTEOME AND TRANSCRIPTOME ANALYSIS
Sonja Reiland

P1095 - ISOQUANT - A JAVA AND MYSQL-BASED SOFTWARE ENABLING INTEGRATED EVALUATION OF
DATA INDEPENDENT (LC-MSE) LABEL-FREE QUANTITATIVE PROTEOMICS DATA
Stefan Tenzer

P1096 - SWATH QUANTITATION OF PROTEIN PHOSPHATASE INTERACTIONS ACROSS THE CELL CYCLE
Stephen Alexander Tate

P1097 - ITRAQ BASED QUANTITATIVE PROTEOME ANALYSIS OF CELLULOLYTIC THERMOBIFIDA FUSCA
Sunil S Adav

P1098 - PROTEOMICS ANALYSIS OF EXTRACELLULAR LIGNOCELLULOLYTIC ENZYMES OF CONIOCHAETA
SP. DURING CORN STOVER BIOCONVERSION
Sunil S Adav

P1099 - PROTEOMICS ANALYSIS OF PH AND STRAINS DEPENDENT PROTEIN SECRETION OF
TRICHODERMA REESEI
Sunil Shankar Adav

P1100 - PROTEOMICS ITRAQ QUANTITATIVE SECRETOME ANALYSIS OF TRICHODERMA REESEI STRAINS
DURING LIGNOCELLULOSIC BIOMASS DEGRADATION
Sunil Shankar Adav

P1101 - QUANTITATIVE SECRETOMIC ANALYSIS OF LIGNOCELLULOSE HYDROLYZING ENZYMES OF
PHANEROCHAETE CHRYSOSPORIUM
Sunil Shankar Adav
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P1102 - ABSOLUTE QUANTITATION OF PLASMA BIOMARKER PEPTIDES FOR ALZHEIMER DISEASE AT PICO-
MOLAR LEVEL USING SRM COUPLED WITH STABLE ISOTOPE STANDARDS AND CAPTURE BY ANTI-
PEPTIDE ANTIBODIES
Takeshi Tomonaga

P1103 - RECENT ADVANCES IN MHC-ASSOCIATED PEPTIDE PROTEOMICS TECHNOLOGY FOR
IMMUNOGENICITY ASSESSMENT
Tatiana Pimenova

P1104 - A CROSS-COMPARISON OF INSTRUMENTS, DISSOCIATION METHODS, DATA FORMATS AND
ANALYSIS SOFTWARE PACKAGES FOR ITRAQ QUANTITATION
Theodora Manousidou

P1105 - QUANTIFICATION OF THE SHORT LIVED YEAST TRANSCRIPTION FACTOR RPN4 USING TARGETED
PROTEOMICS AND SPIKETIDES
Ulf Reimer

P1106 - ANALYSIS OF DIMETHYL LABELED QUANTITATIVE PROTEOMICS DATA
Ulrich Omasits

P1107 - DEFINING TARGETED AND QUANTITATIVE SRM ASSAYS FOR ANY PROTEIN OF THE HUMAN
PROTEOME
Ulrike Kusebauch

P1108 - QUANTITATIVE PROTEOMIC PROFILING OF TAMOXIFEN RESPONSE IN BREAST CANCER CELLS VIA
PH DEPENDENT RP-RP-HPLC-CHIP/Q-TOF ANALYSIS
Vadiraja B Bhat

P1109 - AUTOMATED SAMPLE PREPARATION PLATFORM FOR MASS SPECTROMETRY-BASED PLASMA
PROTEOMICS AND BIOMARKER DISCOVERY
Vilem Guryca

P1110 - ADVANCED WORKFLOW FOR PEPTIDE N-TERMINOMICS: A STEP TOWARDS MASS SPECTROMETRY
IDENTIFICATION AND PROFILING OF PROTEASE CLEAVAGE PRODUCTS IN PLASMA
Vilem Guryca

P1111 - DEVELOPMENT OF A PSAQ-SRM ASSAY FOR IGF-1 QUANTIFICATION IN SERUM
Virginie Brun

P1112 - OPTIMIZED SYSTEMS FOR STABLE ISOTOPE-LABELLED PROTEIN EXPRESSION
Virginie Brun

P1113 - QUANTIFYING THE LEVELS OF CORE-FUCOSYLATION ON GLYCOPROTEINS USING ISOTOPE
INCORPORATION AND SRM-MS
Wantao Ying
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P1114 - ABSOLUTE QUANTIFICATION WITH FLUORESCENCE LABELING FOR PROTEOME SAMPLE
Xiangmin Zhang

P1115 - ABSOLUTE QUANTIFICATION OF MOUSE LIVER PROTEINS IN LARGE SCALE WITH QCONCAT AND
INTELLIGENT SELECTIVE REACTION MONITORING
Xiaohong Qian

P1116 - EVALUATING SAMPLE PREPARATION TECHNIQUES FOR ITRAQ ANALYSIS OF SECRETED PROTEIN
IN CONDITIONED MEDIA
Xiaomin Song

P1117 - LECTIN-COUPLED/MRM-BASED ASSAY FOR CANCER BIOMARKER CANDIDATES
Yeong Hee AHN

P1118 - BIOMARKER DETECTION AND QUANTIFICATION IN BODILY FLUIDS USING CONCATENATED
REFERENCE PEPTIDES INCLUDING A UNIVERSAL REPORTER
Yeoun Jin Kim

P1119 - INVESTIGATION OF HEPATIC INSULIN RESISTANCE USING AN INTEGRATED SHOTGUN/TARGETED
QUANTITATIVE PROTEOMIC STRATEGIES
Yibo Wu

P1120 - REGULATION OF PROTEIN SIGNALING NETWORKS BY THE SCAFFOLD PROTEIN SHC1 IN TIME AND
SPACE
Yong Zheng

P1121 - QUANTITATIVE ANALYSES OF SUBNANOMOLAR BIOMARKER PEPTIDES IN HUMAN SERUM BY SRM
MASS SPECTROMETRY
Yoshio Kodera

P1122 - AN INTEGRATED PLATFORM FOR QUANTITATIVE PROTEOME ANALYSIS WITH COMBINATION OF
PROTEIN LABELING, SEPARATION AND PEPTIDE SEPARATION VIA ONLINE DIGESTION
Yuan Zhou

P1123 - QUANTIFICATION OF EICOSANOID PATHWAY PROTEINS IN HUMAN CEREBROSPINAL FLUID USING
A QUADRUPOLE-ORBITRAP MASS SPECTROMETER
Zhiqgi Hao

PHARMACO-TOXICOLOGY
P1124 - IMPACT OF HUMAN PLASMA PATHOGEN INACTIVATION BY UV-IRRADIATION IN PRESENCE OF
METHYLENE BLUE: IDENTIFICATION OF FIBRINOGEN MODIFICATIONS

Alexia Ortiz

P1125 - C3 EXOENZYME OF CLOSTRIDIUM BOTULINUM ALTERS THE PROTEOME OF NEURONAL CELL LINE
Anke Schroeder
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P1126 - LONOMIA OBLIQUA VENOMOUS SECRETIONS: COMPARATIVE PROTEOMICS TO THE
IDENTIFICATION OF PROTEINS INVOLVED IN THE HEMORRHAGIC SYNDROME
Antonio Frederico Michel Pinto

P1127 - PROTEOMIC ANALYSIS OF THE EFFECT OF NICOTINE ON HUMAN ARTICULAR CARTILAGE CELLS
Cristina Ruiz-Romero

P1128 - INVESTIGATION OF THE IMPACT OF ARISTOLOCHIC ACID AND OCHRATOXIN A ON RENAL TUBULAR
CELLS PROTEOME
lvana Pesic

P1129 - PROTEOMIC ANALYSIS OF HISTONE DEACETYLASE INHIBITOR SENSITIVITY IN LYMPHOID
MALIGNANCIES
Kazuyasu Fujii

P1130 - GALECTIN-3-INDEPENDENT DOWN-REGULATION OF GABABR1 BY THE TREATMENT OF KOREAN
HERBAL EXTRACT HAD-B REDUCES PROLIFERATION OF HUMAN COLON CANCER CELLS
Kyung-Hee Kim

P1131 - NEW INSIGHTS IN DOXORUBICIN CARDIOTOXICITY BY APHOSPHOPROTEOMICS APPROACH
Malgorzata Tokarska-Schlattner

P1132 - URINARY EXCRETION OF COMPLEMENT COMPONENT C3 ASSOCIATED TO ACUTE KIDNEY INJURY
INDUCED BY AN OVERDOSE OF NSAID IN AN ANIMAL MODEL
Mari Palviainen

P1133 - SERUM GLYCOME OF TUBERCULOSIS INFECTED RATS : A PRE-CLINICAL ALTERNATIVE TO
IDENTIFY POTENTIAL BIOMARKERS OF INFECTION AND DRUG RESPONSE
Marie Christine Slomianny

P1134 - QUANTITATIVE PROTEOMIC ANALYSIS OF AZATHIOPRINE-INDUCED HEPATOTOXICITY IN RAT
PRIMARY HEPATOCYTES
Pyong-Gon Moon

P1135 - EFFECTS OF METALLIC NANOPARTICLES ON MURINE MACROPHAGES
Sarah Triboulet

P1136 - QUANTITATIVE PROTEOMIC PROFILING USING pHPLC-MS/MS FOR TOXICITY PREDICTION IN
HUMAN ORGAN MODEL SYSTEMS
Silke Ruzek

P1137 - EFFECTS OF SUBLETHAL DOSES OF DELTAMETHRIN AND IMIDACLOPRID ON THE NICOTINIC
ACETYLCHOLINE RECEPTOR IN THE BRAIN OF THE HONEYBEE (APIS MELLIFERA L.)
Ting Zhou
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P1138 - PROTEOMIC SUB-CELLULAR FRACTION ANALYSIS OF MCF-7 CELLS AFTER TREATMENT ATRAZINE
AND PCB 153
Tommaso Serchi

P1139 - AGMATINE EFFECT ON TOXIN PRODUCTION OF THREE FUSARIUM GRAMINEARUM STRAINS: A
PROTEOMIC APPROACH
Tommaso Serchi

P1140 - PHARMACOPROTEOMIC ANALYSIS OF THREE DIFFERENT CHONDROITIN SULFATE COMPOUNDS IN
HUMAN CHONDROCYTES CULTURES
Valentina Calamia

DATA AND KNOWLEDGE

P1142 - PEPTIDOMICS OF BOTHROPS COTIARA, BOTHROPS FONSECAI AND BOTHROPS JARARACA
VENOMS: INSIGHTS INTO THE MOLECULAR DIVERSIFICATION OF PEPTIDOMES
Alexandre Keiji Tashima

P1143 - INCREASING SEQUENCE COVERAGE FOR THE PROTEINS IDENTIFIED BY DATA-DEPENDENT LC-
MS/MS RECRUITING HIGH-RESOLUTION MASS-SPECTRA FROM REGULAR LC-MS RUNS
Alexey Chernobrovkin

P1144 - PROBABILISTIC INFERENCE OF PROTEIN COMPLEXES ORGANIZATION FROM EXPERIMENTAL
DATA
Jacques Colinge

P1145 - MASSWIZ: A NOVEL SCORING SCHEME SENSITIVE TO INTENSITY AND MASS ACCURACY WITH AN
INTEGRATED TARGET DECOY BASED FDR ANALYSIS PIPELINE FOR TANDEM MASS
SPECTROMETRY
Amit Kumar Yadav

P1146 - AMERSHAM ECL GELS SYSTEM - CONVENIENT HORIZONTAL ELECTROPHORESIS
Anders Marcusson

P1147 - QUANTITATIVE WESTERN BLOTTING WITH AMERSHAM ECL PRIME
Anders Marcusson

P1148 - IMPROVED SENSITIVITY IN LABEL FREE TECHNOLOGIES PROVIDE NEW POSSIBILITIES FOR
STRUCTURE FUNCTION STUDIES
Anders Marcusson

P1149 - CONSOLIDATING HUMAN PROTEOME PROJECT USING KNOWLEDGE-BASED BIOINFORMATICS:
FOCUS ON 18-TH CHROMOSOME
Andrey V Lisitsa

P1150 - MITIGATING BOTTLENECKS IN SHOTGUN PROTEOMICS BY NOVEL INSTRUMENTATION
Annette Michalski
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P1151 - MORE ACCURATE CONTROL OF THE FALSE DISCOVERY RATE IN MASS SPECTROMETRY BASED
PEPTIDE IDENTIFICATION
Bin Ma

P1152 - COMPARISON OF HCD AND CID ON A LTQ-ORBITRAP VELOS MASS SPECTROMETER
Chen Shao

P1153 - INTEGRATION OF A CENTRAL PROTEIN REPOSITORY INTO A STANDARD DATA PROCESSING
APPLICATION FOR MINING PROTEOMICS DATA
Christian Ravnsborg

P1154 - PTPATLAS - A PUBLIC MULTI-SPECIES COMPENDIUM OF PREDICTED PROTEOTYPIC PEPTIDES
David Scott Campbell

P1155 - RTCATALOG: TPP INTEGRATED OPEN-SOURCE SOFTWARE TOOL FOR CATALOGING OF SEQUENCE
SPECIFIC RETENTIONS OF PEPTIDES ON LIQUID CHROMATOGRAPHY SYSTEMS
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